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Name : Nitin Bhardwaj 



Date of Birth : 9th March 1982 

Address : 1509, W Taylor, Apt # 3F, Chicago, IL 60607, Ph: 312-413-2015 

E-mail : nbhard2@uic.edu, nitinb82@yahoo.com 

Current Position : PhD student (IInd yr), Bioengineering/Bioinformatics, (UIC)

GPA: 3.89/4.00 
Educational Background

Bachelor of Technology, Chemical Engineering, Department of Chemical Engineering, Indian Institute of Technology (IIT), Bombay (2003).
Academic Achievements
· Recipient of FMC Technologies, Inc, Fellowship Award, 2005-2006.

· Recipient of the prestigious Foundation For Excellence (FFE) Scholarship for three consecutive years (2000- 2001, 2001-2002 and 2002-2003). 
· Won the Best Paper Presentation Award at the Paper Presentation Competition at Collision 2002 and later at SHASTRA, IIT Madras.

· Stood among the top 1% out of a total of 1,20,000 competitors in All India Joint Entrance Examination, 1999, India’s most reputed and competitive engineering entrance examination.

· Recipient of National Talent Search Examination (NTSE), 1997 for higher education.

Publications
Journal Paper 

· Saikat Chakrabarti , Nitin Bhardwaj, Prem Anand A and Sowdhamini R, ‘Improvement of Alignment Accuracy utilizing Sequentially Conserved Motifs’, BioMed Central, Bioinformatics, 2004, 5,167. 
· Nitin Bhardwaj and Hui Lu, ‘Correlation between gene expression profiles and protein-protein interactions within and across genomes’, Bioinformatics, 2005, 21, 2730-2738. 

· Saikat Chakrabarti, Prem Anand, Nitin Bhardwaj and Ramanathan Sowdhamini, “SCANMOT: Searching for similar sequences using simultaneous scan of multiple sequence motifs.” Nucleic Acids Research, 2005, 33,W274-W276. 

· Nitin Bhardwaj, Robert E. Langlois, Guijun Zhao and Hui Lu, ‘Kernel-based machine learning protocol for recognizing DNA-binding proteins’ Nucleic Acids Research, submitted in a revised form. 

· Nitin Bhardwaj and Hui Lu, ‘Co-expression among constituents of a motif in the protein-protein interaction networks’ (in preparation). 

· Nitin Bhardwaj, Robert V. Stahelin, Wohnwa Cho and Hui Lu, ‘Structural Bioinformatics Prediction of signaling Proteins, (in preparation).
Conference Paper 

· Robert E. Langlois, Nitin Bhardwaj, and Hui Lu, Boosting Prediction of DNA-binding proteins, Pacific Symposium on Biocomputing (PSB), 2006, (submitted).
· Nitin Bhardwaj, Robert E. Langlois, Guijun Zhao and Hui Lu, “Structure Based Prediction of Binding Residues on DNA-binding Proteins.” IEEE 26th Annual International Conference of the Engineering in Medicine and Biology Society. 2005, in press.
· Nitin Bhardwaj, and Ramanathan Sowdhamini, Multi-Motif PHI-BLAST : A new tool for Database searching and Sequence Alignment, Proc. of Second International Conference on Structural Biology and Functional Genomics, NUS, Singapore, Dec 2002. 
· Bhardwaj N., Sowdhamini R., Speeding the Sequence Database Searches with Multi-Motif PHI-BLAST, Collision 2002, DDIT, Nadiad (Best Paper)
Other Skills
Platforms: UNIX, LINUX, WINDOWS 95/98/NT/2000

Programming Languages: C/C++, FORTRAN 77/90, PERL, UNIX Shell. 
Packages: MATLAB, Microsoft Office, R.
Relevant Projects/ Work Experience

Have worked on a variety of projects including:

· Implementing an algorithm for motif-based sequence alignment,

· Structure prediction,

· Relating protein-protein interactions with gene expression and evolutionary information on a genomic scale,

· Genome scale analysis of complexity of interaction motifs with respect to gene expression, 

· Machine learning based prediction of DNA-binding proteins, 

· Machine learning based prediction of signaling proteins, and

· Prediction of binding sites on DNA-binding proteins.
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