An Evolutionary Based Facial Recognition Method

1. Abstract (1 or at most 2 paragraphs) Abstracts are meant to interest the reader and draw him/her into reading the paper. 

· A summary of the paper. 

· Designed for someone in the field. That is, they (the readers) know about genetic algorithms and the application area. 

· Never use abbreviations in the abstract 

1. Problem 

2. Method of attack 

3. Are the Results promising? 

The problem of face recognition has received a lot of attention during the last two decades.  Many different methodologies have been explored as solutions, but none have yet proven reliably comparable to human perception.   We present a novel solution to the problem by employing an evolutionary method to perform class separation. 

2. Introduction (a few paragraphs). Someone is interested in your work because they read the abstract. Now, provide : 

1. Motivation 

· What is the problem and why is it interesting (application areas) 

· Have other people found it interesting? 

· Why use GAs on your problem? 

2. Background 

· Who has done work in this area before. 

· Goldberg and Holland must be cited in all GA papers. 

3. Short description of Methodology: Your audience is some one in CS who may not know much about GAs or your application area. 

· a paragraph on GAs 

· a paragraph on application 

area is appropriate 

4. Summarize your results. Don't say how you got these results, just what they were 

5. Outline or structure of the rest of the paper. 

The idea is to get the reader to ask how did you get the results you got? To find out they better read the rest of the paper, or, if they are more familiar with the topic to go to the appropriate section. 

The face recognition is one of the most important perceptive tasks humans perform.  Developmental psychologists have shown that one of the first cognitive functions of the brain for babies is to recognize their mother (reference).  Research suggests that the formulation of the recognition mechanism is initially based on similarity, or lack their of,  to the mothers face (reference).  Without the ability to recognize faces people wouldn’t be able to communicate effectively, or differentiate their own family members from complete strangers.   


The many diverse facets of data acquisition make face recognition a very difficult problem.  The data for face recognition is collected in the prerequisite step of face detection.  External environmental variables such as illumination visibility and physical orientation of observation pose problematic obstacles for systems attempting to detect faces.  Several approaches have been utilized to recognize faces with varying degrees of success.    Even the most successful of these methods are only able to achieve consistently achieve high recognition rates in constrained environments.

3. Methodology: For someone who may not know much about GAs or problem area. Flesh out the material in the introduction. Methodology may require more than one section, usually for representation or encoding. 

1. What is a GA? The algorithm, the theory. 

2. What is your problem and how do you use a GA on your particular problem? 

3. Representation, operators, heuristics


Our approach recognizes faces by constructing several convolution masks that can delineate a particular individual from everyone else. The chromosomes for the genetic algorithm each encode the concatenation of their respective convolution masks. With a length of 500 genes the chromosome representation employed can encode 2500 possible combinations (that’s 3.273390607896141870013189696828e+150). The basic premise of  our approach is that one or more of these possible combination will decode into convolution masks that when multiplied by any image of individual A will produce values higher then a given threshold B and when they are multiplied by all other images in the data set they will produce values lower then a given threshold B (see figure “concept demonstration”).  The problem then becomes how to find one of the few combinations of genes out of the massive amount of possible chromosome that will satisfy the above condition.  We solve this problem through evolutionary computation methods by employing a genetic algorithm.  

4. Results and Analysis (may be two sections) 

· What did you do? 

· Why? 

· and was the outcome what you expected? 

· Why or why not. 

This section usually has a lot of figures and tables. 

· The format is usually: For each Idea I had 

· The neat idea i had of applying GAs to my problem led me to do expect X. 

· When I tried it, here's what happened and why

5. Conclusions and Future Work: Summarize the results and the CONSEQUENCES of your results. Consequences means (among other things) impact on your field. 

· What questions does your work raise? 

· Your suggestions for how to answer those questions OR Conjectures (informed guess as to what the answer is) and some intuition to support your conjectures. 

· Most people in your field will read the abstract results, and this section. 

· Be very careful about what you say. If you say something that does not feel right or is completely wrong you will completely destroy the validity of your entire work. 

· At the same time, if you don't make the right conclusions and raise the right questions, you will once again destroy the validity of the entire body of work you did. 

· this is one of the IMPORTANT sections, don't think that it will be easy. Spend time on it. 

6. Bibliography/References: Any style is ok but it must be complete 

